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3 <110> APPLICANT: AUJAME et al . 

6 <120> TITLE OF INVENTION: Nucleic acids and polypeptides specific for pathogenic 

7 strains of the Neisseria genius 
9 <130> FILE REFERENCE: P07180USOO/BAS 

11 <140> CURRENT APPLICATION NUMBER: 09/830, 433A 

12 <141> CURRENT FILING DATE: 2001-04-26 

14 <150> PRIOR APPLICATION NUMBER: FR 98 13 693 

15 <151> PRIOR FILING DATE: 1998-10-30 
17 <160> NUMBER OF SEQ ID NOS : 129 

19 <170> SOFTWARE: Patentln Ver. 2.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 858 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Neisseria meningitidis 

26 <220> FEATURE: 

27 <221> NAME/KEY: CDS 

28 <222> LOCATION: (1)..(855) 
30 <400> SEQUENCE: 1 
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100 Met Pro Glu Phe Phe Thr Asp Ser Glu Ser Ser His Phe 

101 275 280 285 

104 <210> SEQ ID NO: 2 

105 <211> LENGTH: 285 

106 <212> TYPE: PRT 

107 <213> ORGANISM: Neisseria meningitidis 
109 <400> SEQUENCE: 2 
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166 <210> SEQ ID NO: 3 

167 <211> LENGTH: 1101 

168 <212> TYPE: DNA 

169 <213> ORGANISM: Neisseria meningitidis 

171 <220> FEATURE: 

172 <221> NAME/KEY: CDS 

173 <222> LOCATION: (1)..(1098) 
175 <400> SEQUENCE: 3 
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970 








944 


Ly ci 


La L. 




Ly l 


y aL 


Laa 


33p 


o L.y 


£1 +" P 
Cl L.O 


cgc 


caa 


o o pi 

aat 


aa u 


pr pr pr 


aaa 
dad 


= r r 


O O ft 


245 


Arg 


His 


Leu 


Arg 


Asp 


Gin 


Asn 


Leu 


He 


Arg 


Gin 


Asn 


Asn 


Gly 


xj jr O 


He 

X xc 




94fi 

A. *± u 






97 5 

z / J 




















O J 










248 


9*3.3. 


tar 


y a - 


LLy 


r f r 

L. L. L. 


ap.t 


(7a a 
y cici 




aaa 

Cl Cl Cl 


cca 


cag 


pna 
tta 


a p pr 
a^y 


p pp 

L» I*- lw 


day 


P a pt 

Lay 


Q1 9 

-3 XZ 


249 


Glu 


Tvr 


Ala 


Pro 


Phe 


Thr 


Glu 


Pro 


Lys 


Pro 


Gin 


Pro 


Thr 


Pro 


Lys 


Gin 




250 




*j j \j 










£t J J 










J uu 












9^9 


cct 


aaa 


aaa 


acc 


gca 


tgg 


gaa 


GCt 


gat 


gaa 


att 


a +■ +- 

a ut. 


tgg 


aaa 


aaa 


gtg 


y ou 


253 


Pro 


Lys 


Lys 


Thr 


Ala 


Trp 


Glu 


Pro 


Asp 


Glu 


He 


Ile 


Trp 


Lys 


Lys 


Val 




254 


305 










310 










315 










320 




256 


att 


gcc 


gcg 


tta 


teg 


tta 


aag 


aac 


cgt 


cct 


aat 


aaa 


acc 


aaa 


act 


tta 


1008 


257 


He 


Ala 


Ala 


Leu 


Ser 


Leu 


Lys 


Asn 


Arg 


Pro 


Asn 


Lys 


Thr 


Lys 


Thr 


Leu 




258 










325 










330 










335 






260 


cgc 


aat 


aca 


ate 


cag 


gca 


etc 


aca 


aaa 


tec 


aat 


gca 


caa 


gaa 


act 


gac 


1056 


261 


Arg 


Asn 


Thr 


He 


Gin 


Ala 


Leu 


Thr 


Lys 


Ser 


Asn 


Ala 


Gin 


Glu 


Thr 


Asp 




262 








340 










345 










350 








264 


aaa 


ctg 


eta 


caa 


cat 


tta 


caa 


gat 


gac 


cca 


agt 


cct 


acg 


tat 


tga 




1101 


265 


Lys 


Leu 


Leu 


Gin 


His 


Leu 


Gin 


Asp 


Asp 


Pro 


Ser 


Pro 


Thr 


Tyr 








266 






355 










360 










365 
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Z \j 


<210> SEQ ID NO: 


: 4 
























97 0 
z i \j 


<211> LENGTH: 366 
























971 

Z f X 


<212> TYPE: 


PRT 


























97 9 
z / z 


<213> ORGANISM: 


Neisseria meningitidis 














974 
z / *x 


<400> SEQUENCE: 


4 
























97 R 
Z / D 


Met 


Lys 


His 


Leu 


XJCU 


TIP 
X xc 


nap 


Ir 11C 


ri~\ ii 


A Qn 
noil 


Va 1 
V aX 


vjlll 


rl U 


a 1 n 

Vjlll 


Asn 


Leu 


97 
z / 0 


1 








5 










10 

X \J 










1 s 

1 D 




97 ft 
Z / O 


Asp 


Lys 


Leu 


Leu 


Thr 


Glu 


Asn 


Thr 


His 


He 


Trp 


Leu 


Dho 
irllc 


1 1c 


uiy 


Va 1 
Vdl 


97Q 
z / .7 








20 










25 
















9 ft 1 


Leu 


His 


Lys 


Met 


Leu 


Pro 


He 


Ser 


Leu 


Val 


pin 


C* v 

ocx 


r 

Leu 


Leu 


Arg 


rile 


9 ft 9 
z O z 






35 










40 










ft o 








9 ft A 

Z O *i 


Gly Glu 


Arg 


Val 


His 


Leu 


Val 


Gin 


Leu 


Gin 


Lys 


T Vl IT 

1 111 


uiy 


Lys 


Asn 


Ala 
nld 


9ft S 

Z O J 




50 










55 










fin 










9ft 7 

Z O / 


T.oi 1 


nop 


Phe 


T vr 
1 1 J ~ 


Leu 


Ser 


ly x 


ly x 


Leu 


Gly 




Tip 

lie 


TVi r 
l 111 


Ala 
nXCL 


1 111 


Asp 


288 


65 










70 










75 










80 


9Q0 

Z J V 


Pro 


Asn 


Ala 


Gin 


He 


Glv 
vjxy 


He 


Leu 


Ser 


Arg 


nap 




vjx y 


iyr 


nap 


Va 1 
v ax 


9Q1 

Z _7 X 










85 










go 














9Q ^ 

Z -7 J 


Leu 


Val 


Glu 


His 


He 


Leu 


Lys 


Asn 


His 


Gin 


Alp 
nXCL 


iiy o 


oxy 


Tip 
X Xc 


Va 1 
Val 


A yrr 

Arg 


9Q A 

Z Z7 fr 








100 










105 










11U 






Z .7 O 


XiC u 


AT a 


Asn 


He 


nop 


VJ X LI 


Val 

V CI X 


m n 


mo 


n,~\ n 

O X 11 


T.T7G 


Tl o 
11c 


Ala 

nlQ 


1 111 


ulU 


rl U 


9 Q7 

Z -7 / 






115 










120 










1 9 S 

1Z J 








9 QQ 
z j _? 


Pro 


Ser 


Ala 


Leu 


Leu 


Glu 


Asn 


Thr 


Pro 


Gin 


rJ-\J 




i ill 


T 1 Vl T* 

1 111 


T.on 


T ,vc 
j_i_y o 


J u u 




130 










135 










1 AO 
I'll/ 












IT -L VJ 


m n 

OX 11 


Gin 


Pro 


Leu 


Thr 


Ser 


Tvt 


Phe 


Gin 


Ala 


Ala 

Ala 


Leu 


Tnr 


Ala 
nlu 


Leu 


J W «J 


1 4 S 










150 










i s s 










i fin 

1 D U 


jU J 


Arg 


Arg 


Pro 


Asp 


Ala 


Phe 


Arg 


Pro 


Cys 


Arg 


Leu 


Tin o 
nib 


Asn 


Leu 


Arg 


rl n 

ulli 












165 










170 










1 7 R 

i / j 




J u o 


Asn 


Leu 


Arc 

nx y 


Lys 


His 


He 


Leu 


Ser 


Asp 


Leu 


rile 


ij_y o 


fZ "1 n 


iiy o 


T 1 Vi t* 
l ill 


A cr\ 
nop 


J w 3 








180 










185 










1 QO 






"3 1 1 


Glu 


Glu 


Cys 


Glu 


He 


Thr 


Thr 


Ala 


Asn 


Val 


11c 


Aon 
noil 




T. ah 
J-icU 


Jjy £3 


Ala 

nlu 


"3 1 9 






195 










200 


















Q T A 
Jit 


Gin 


Asn 


Phe 


He 


Ser 


Tie 


nop 


Glu 


Gin 




1 111 


Va "1 
Val 


OCX 


iyr 


nib 


JjcU 






210 










215 










99D 

z Z \J 










^17 


Ser 


Asp 


Asn 


Asp 


T.on 


T.on 
JjcU 


UX 11 




T "1 p> 

lie 


OXll 


ni y 


nxo 


Tip 
X XC 


JJCU 


Cor 
Ocl 


VJI 111 


**1 ft 

J X o 


225 










230 










9 ^ S 

Z J J 










9 AO 
z *± w 


^9n 


Arg 


Pro 


Lys 


Thr 


Tyr 


Ala 


Asp 


Phe 


Gin 


Ala 


val 


Va 1 
Val 


Pin 


Asn 


Arg 


a 1 a 
nld 


^ 9 1 










245 










250 










9 R ^ 

Z J J 




O TO 
JZJ 


Asp 


Ala 


Leu 


His 


Leu 


Thr 


Val 


Gly 


Thr 


Asn 


Asp 


i xe 


(jin 


Ser 


rj V\ /~v 

Fne 


Ala 

Aia 


324 








260 










265 










270 






326 


Arg 


His 


Leu 


Arg 


Asp 


Gin 


Asn 


Leu 


He 


Arg 


Gin 


Asn 


Asn 


Gly 


Lys 


He 


327 






275 










280 










285 








329 


Glu 


Tyr 


Ala 


Pro 


Phe 


Thr 


Glu 


Pro 


Lys 


Pro 


Gin 


Pro 


Thr 


Pro 


Lys 


Gin 


330 




290 










295 










300 










332 


Pro 


Lys 


Lys 


Thr 


Ala 


Trp 


Glu 


Pro 


Asp 


Glu 


He 


He 


Trp 


Lys 


Lys 


Val 


333 


305 










310 










315 










320 


335 


He 


Ala 


Ala 


Leu 


Ser 


Leu 


Lys 


Asn 


Arg 


Pro 


Asn 


Lys 


Thr 


Lys 


Thr 


Leu 


336 










325 










330 










335 




338 


Arg 


Asn 


Thr 


He 


Gin 


Ala 


Leu 


Thr 


Lys 


Ser 


Asn 


Ala 


Gin 


Glu 


Thr 


Asp 


339 








340 










345 










350 







file://C:\Crf3\Outhold\VsrI830433A.htm 



2/26/02 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 02/26/2002 

PATENT APPLICATION: US/09/830 , 4 3 3A TIME: 14:08:32 

Input Set : A:\09-830 f 433 . Seq.Listing.txt 
Output Set: N:\CRF3\02262002\I830433A.raw 



file://C:\Crf3\Outhold\VsrI830433A.htm 



2/26/02 



